Genome sequencing, assembly and annotation
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Complete genome assembly package

» Adapted support for your project

* From extraction to assembly and annotation
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» Specialists in non-human genomics

The IBIS advantage

* From samples to completed genomes
* All the expertise in one institute

Expertise at every ste
. y P » The best sequencers on the market

* DNA extractions

e Libraries (PacBio, Omni-C, WGS)
» Sequencing (PacBio HiFi et AVITI)
» Assembly and manual curation

» Complete gene annotation
° Detailed methOdS I‘epOI‘tS VEGA, PacBio AVITI, Element Biosciences

Projects and clients

e Agronomy, forestry, conservation
» Academic research teams
» Federal and provencial ministries

* Private partners
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All species deserve a good reference
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