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Intrinsic base substitution patterns in diverse 

species reveal links to cancer and metabolism 
 

LE JEUDI  30 SEPTEMBRE 2021 À 12 H 30 

Vous pouvez maintenant assister à la conférence via Zoom en cliquant sur ce lien :  
Accéder à la vidéoconférence (pour une expérience plus agréable, préférez l’installation de 
l’application Zoom à l’utilisation du navigateur). >> Instructions pour la configuration de l’audio << 

 
Analyses of large-scale sequencing data reveal that mutagenic processes create distinctive patterns of 
base substitutions, called mutational signatures.  To determine whether similar patterns exist more 
generally, we analyzed substitutions from seven model species and single nucleotide polymorphisms 
(SNPs) in 42 species, totalling >1.9 billion variants.  We found that base substitution patterns for many 
species most closely match single base substitution (SBS) mutational signature 5 in cancers, and that 
the pattern of human SNPs is almost exactly the same as this signature. SBS 5 is ubiquitous in cancers 
and normal human cells, suggesting that similar patterns of mutation across species are likely due to 
conserved biochemistry.  We present evidence from yeast that sugar metabolism is linked to this form 
of DNA damage.  Finally, we propose that conserved metabolic processes in cells are coupled to 
continuous generation of mutations, which are acted upon by genetic selection to drive the evolution of 
species, and cancers. 

 

https://ulaval.zoom.us/j/8156465253?pwd=TkRaUFhtQVNxd0s1djdCdkIzaXcrdz09
https://egaun.ibis.ulaval.ca/index.php/s/n8X7HEGj3aMCEEH

